Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.013 Å; R factor = 0.034; wR factor = 0.078; data-to-parameter ratio = 22.1.
Related literature
For applications of compounds with [M,M 0 Se 4 ] anions (M,M 0 = transition metals), see : Zhang et al. (2002 : Zhang et al. ( , 2006 . For related structures, see : Huang et al. (1997) ; Lang et al. (1993) ; Mü ller et al. (1983) ; Yu et al. (1998) ; Dai et al. (2007) ; Zhang et al. (2000) .
Experimental
Crystal data (C 6 Table 1 Selected bond lengths (Å ).
W1-Se1
2.3347 (9) W1-Se2 2.3379 (9) Ag1-Se1 i 2.6224 (11) Ag1-Se2 2.6210 (10)
Symmetry code: (i) x; y þ 1; z. Table 2 Hydrogen-bond geometry (Å , ). Data collection: APEX2 (Bruker, 2007 ); cell refinement: SAINT (Bruker, 2007) ; data reduction: SAINT; program(s) used to solve structure: SHELXTL (Sheldrick, 2008 ); program(s) used to refine structure: SHELXTL; molecular graphics: SHELXTL; software used to prepare material for publication: SHELXTL.
This work was supported by the Natural Science Foundation of China (20871002) and the Program for New Century Excellent Talents in Universities of China (NCET-08-0618). QFZ is grateful to the State Key Laboratory of Coordination Chemistry at Nanjing University for assistance with the data collection. (Zhang et al., 2002) . Of special which argentoselenometallic clusters are of good photostability and relatively stable optical limiting effects (Zhang et al., 2006) . It has been found that the assembling of (Huang et al., 1997; Lang et al., 1993; Müller et al., 1983; Yu et al., 1998 (Dai et al., 2007) (Zhang, et al., 2000) , and [(µ-WSe 4 )(AgPPh 3 ){Ag(PPh 3 ) 2 }] (av.
sup-1
2.996 (1) Å) (Zhang et al., 2002) . The hydrogen-bonding interactions exist between the nitrogen atom of pyridinium 
Refinement
H atoms were placed in geometrically idealized positions and refined in a riding model with N-H = 0.86, C-H = 0.93-0.97 Å, U iso (H) = 1.5U eq (C) for methyl H atoms and 1.2U eq (C,N) for the others. N-bound H atom has 0.5 site occupancy in the crystal.
Computing details
Data collection: APEX2 (Bruker, 2007 ); cell refinement: SAINT (Bruker, 2007) ; data reduction: SAINT (Bruker, 2007 );
program(s) used to solve structure: SHELXTL (Sheldrick, 2008 ); program(s) used to refine structure: SHELXTL (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication:
SHELXTL (Sheldrick, 2008) . 
catena-Poly[2-methylpyridinium [tungstate-di-µ-selenido-silver-di-µ-selenido] 2-methylpyridine monosolvate]
Crystal data ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. Symmetry codes: (v) −x, −y+1, −z+1; (vi) x, −y, z−1/2.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (

